The interaction of AMF and other functional microbial groups responsible for N cycling has been particularly studied. It has been well demonstrated that AMF had remarkable effects on diazotrophic, nitrifying and denitrifying microbial communities in soil microcosms or under field conditions. AMF were also shown to reduce soil inorganic N loss via leaching in microcosm鄄 based studies. Taken together, AMF can serve as an important influencing factor for individual soil N cycling processes.
Furthermore, the belowground common mycorrhizal networks could essentially affect N transfer and re鄄allocation among different plants in ecosystems, and thus have important ecological impacts on aboveground plant community and ecosystem stability. Moreover, all AMF hyphae have a high N content, thus the N pool in AMF mycelia could be similar in magnitude to that in roots considering their ubiquity in terrestrial ecosystems. The fungal hyphae also have a rapid turnover rate, indicating that AMF play an unappreciated role in global N cycling. This paper summarized the recent research progresses in N metabolism in AM symbiosis, including N species assimilated by AMF, and the N metabolism genes in AMF. Simultaneously, the potential role of AMF in mediating the soil N cycling processes and its ecological significances in ecosystems were discussed in details. Some important issues in relation to the involvement of AMF in soil N cycling were also proposed for further research. 
